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Screening of Abiotic stress functional genes
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A genetic analysis reveals novel histone residues required for transcriptional
reprogramming upon stress:
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Screening of high throughput stress resistant genes
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Rice Shaker Potassium Channel OsKAT1 Confers Tolerance to Salinity Stress on Yeast and Rice Cells
EZRHTI: Plant Physiology ®&MmEF: 8.7
M BERES: pYES2. G19, HAEMRE

35T TS
{
HMERFBLEKDNANE, FHEREERAZEPYES2, pYES2
(’k i ﬂg) SHURASEEMGALLE AT, FAF8ENRAHE. >
@%E&Ir‘#ﬁﬁ*&%ﬂiﬁ) CEO.SM Nacl%ﬁ:'Fﬁﬁﬁmﬁ%%o)

o #étHﬁNaClﬂi‘Jm‘ﬁ BiaENREHEATERMANESEIGLY, AHEERREREN
EEMKEERE SDGFiR EMEEKIE R

ﬁ%iﬁﬁ%ﬂ:‘.‘—ﬁ#ﬁ)ﬁ%KLL
EHREFEMOSKATIEH

SKIGLE R

SDG + 100MMKCl gueary

YPG + 0.1 M NaCl

SDG (7 mM KCI)

AIKATT

pYES2

[1] Anderson JA, Huprikar SS, Kochian LV, Lucas WJ, Gaber RF (1992) Functional expression of a probable Arabidopsis

thaliana potassium channel in Saccharomyces cerevisiae. Proc Natl Acad Sci USA 89 3736-3740
[2] Fuchsl, Stélzle S, Ivashikina N, Hedrich R (2005) Rice K uptake channel OsAKT1 is sensitive to salt stress.
Planta 221 212-221

cDNA library for mining functional genes in Sedum alfredii Hance related to
cadmium tolerance and characterization of the roles of
a novel SaCTP2 gene in enhancing cadmium hyperaccumulation
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